The PDF file includes: Table S1 . Relationship between cases of undernutrition reported in hospitals and medical services and cases of microcephaly between 2015 and 2018. Table S2 . The estimated amount of daily protein (g) intake for each of the 83 interviewed mothers who have children with CZS. Table S3 . Relative risk of CZS in relation to protein intake. Table S4 . Maternal body weight (mean and SD) at the different pregnancy stages of the mouse model.
Other Supplementary Material for this manuscript includes the following:
(available at advances.sciencemag.org/cgi/content/full/6/2/eaaw6284/DC1) (table S1 ). The resulting distribution of r coefficients has a large proportion of cases around 0, indicating no correlation, and a lower frequency of more extreme values in both tails (negative and positive) of the histogram, as expected. In red, the original r coefficient is indicated in the distribution of simulated r coefficients. The red r coefficient is in the positive extreme of the distribution and only 2.8% of simulated r coefficients are higher than the original, suggesting a p-adj value of 0.028. . Viral replication in LP/ZIKV placentas at E15. Top: Immunolabeling using anti-dsRNA (J2) of E15 placentas. E15 placenta sections stained with DAPI (blue), J2 (red) and IB4 (green) co-localize on the labyrinth of LP/ZIKV. (Scale bar = 50µm). Bottom: ZIKV negative-strand viral RNA quantification by specific RT-qPCR assay in E15 infected placentas. Placentas derived from 2 independent litters in each experimental group. U Mann-Whitney: Co/ZIKV vs LP/ZIKV: Z=-2.341, *p=0.019. 
Fig. S7. Viral load in E15 and E18 embryonic brains quantified by RT-qPCR.
Lines indicate the geometric mean. A significant difference between Co/ZIKV and LP/ZIKV was found in the E18 brains (u Mann-Whitney:-2.373*). Brains were derived from 2 independent litters in each group for E15 brains (number of embryos: Co/ZIKV= 3, 2; LP/ZIKV=2, 2) and 3 independent litters for E18 brains (number of embryos: Co/ZIKV= 2, 2, 2; LP/ZIKV=2, 2, 1). *p < 0.05, p>0.05. S11 ) were also validated (Grin1 and Galr1). Some of the most differentially expressed genes in RNA-Seq analyses such as Grin1 and Slc6a7 were also validated. Relative quantity is expressed in 2^-dCT. Using u Mann-Whitney test significant differences were found for: Ccr1 (-2.373, p=0.004), Galr1 (-2.236, *p=0.025), Grin1 (-2.236, *p=0.025) and Slc6a7 (-2.249, *p=0.024). 
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